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Supplementary Table 1. Mean metabolite concentrations (pmol*µL-1) with standard deviations (SD) 

and results of pairwise comparison prior and after the adjustment for age and sex. Additional data to 

Table 1. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



2 
 

Supplementary Table 2. Age and gender effects of tested cohort. Possible effects were tested via 

Pearson’s correlation and Independent Samples t-test. Interactions between disease state (CN vs iPD 

participants) and age/gender were tested for each metabolite/amino acid via Generalized Linear 

Modelling (GLM) to determine whether either confounder had a significant effect on metabolite via 

disease state. 
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Supplementary Table 3. Mean ratios/interaction levels between CN and iPD groups. To assess 

the interrelationships between metabolites, all possible metabolite ratios and interactions were 

calculated for assessment between the CN and treated iPD groups. 
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 Supplementary Table 4. Mean ratios/interaction levels between AD and iPD. Same assessment 

as in Supplementary Table 2. 

 


